Pyridine (EVYY)

Chemical Name: Pyridine
Synonym

Molecular weight: 79. 10
Melting point: -42°C
Boiling point: 115~116°C
Flashing point: 20°C
Chemical Structure

©

CAS No : 110-86-1
MITI No: (5)-T10

Co., Ltd.
Lot. No. : AV01
Purity: 99.0 %
Vehicle: H.0

Source of Substance: Tokvo Kasei Kogvo
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